Appendix 1 Sampling point



- Streptomyces_sp._strain_LT3-17 (MT353651.1)

- Streptomyces_parvulus_strain DSD991 (MW217145.1)

- Streptomyces_parvulus (KT906299.1)

- Streptomyces_parvulus_strain LP03_(OK310795.1)

- Streptomyces_parvulus_strain DSD1690 (MW217146.1)
- Streptomyces_parvulus_strain DSD992 (MW217141.1)

- Streptomyces_parvulus_strain DSD1642 (MW217106.1)
73| Streptomyces_parvulus_strain DSD995 {(MW217148.1)

- Streptomyces_parvulus_strain DSD1641_(MW217104.1)
- Streptomyces_parvulus_strain NM5 (OL657043.1)

- Streptomyces_tendae_strain AJ2R (KY072953.1)

- Streptomyces_sp. HBUM_(EF608470.1)

- Streptomyces_sp. KK2-13 (LC487825.1)

- Streptomyces_parvulus_strain KUAP106 (HQ267223.1)

- Streptomyces_parvulus_strain MARS-17 (GQ451836.1)

- Streptomyces_sp._strain_ DDPA2-12 (MN058247.1)

- Streptomyces_sp._ ACT-0094_(GQ924534.1)

84 - Streptomyces_sp._SC196_(LC435675.1)
- Streptomyces_parvulus_strain BISG2 (KF303584.1)
- Streptomyces_sp. E2N174 (KX279583.1)

Streptomyces_sp. strain_LS-2 (0Q704271.1)
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0.050

Appendix 2 Phylogenetic tree of strain LS-2 constructed by Neighbor-Joining (NJ)

method. Genebank accession numbers are presented in parentheses
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Appendix 3 Structural formula of actinomycin D
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Appendix 4 Antibacterial activity of LS-2. a-Staphylococcus aureus, b-Escherichia coli,

+ the extract, - the sterile water



Appendix 5 P-values after LSD analysis of variance in culture medium optimization test

Medium 1 Medium 2 P-value
AGMM GNM 0.002
GAM 0.004
GSM 0.000
EM 0.007
GNM GAM 0.000
GSM 0.000
EM 0.404
GAM GSM 0.044
EM 0.000

GSM EM 0.000




Appendix 6 P-values after LSD analysis of variance in culture temperature optimization

test
Temperature 1 Temperature 2 P-value
26 30 0.013
34 0.000
38 0.195
30 34 0.004
38 0.113

34 38 0.000




Appendix 7 P-values after LSD analysis of variance in initial pH optimization test

pH 1 pH 2 P-value
9.5 6.0 0.000
6.5 0.000
7.0 0.945
7.5 0.835
8.0 0.931
8.5 0.226
6.0 6.5 0.512
7.0 0.000
7.5 0.000
8.0 0.000
8.5 0.001
6.5 7.0 0.000
7.5 0.000
8.0 0.000
8.5 0.000
7.0 7.5 0.782
8.0 0.986
8.5 0.253
7.5 8.0 0.768
8.5 0.160

8.0 8.5 0.260




